
Molecular Profiling of Tumor-Derived cfDNA

Onco SonarTM is a pan-cancer advanced solid tumor NGS (next generation

sequencing) liquid biopsy (cfDNA from plasma) kit that identifies key genomic

alterations and biomarkers reported in published database. This is a qualitative

NGS-based assay that uses targeted high throughput hybridization-based

capture technology for detection of variants in 172 genes. 

Covering 172 genes from biomarkers
reported in published database and
guideline-recommended biomarkers
and massive international studies,
including bMSI.

＞30,000 × sequencing depth, UMI-
based error correction and precisely
measuring locus specific noise level. 

GENETRON BayVarC algorithm has
lower false positive rate.

Detecting genomic variations in
plasma cell-free DNA (cfDNA)
samples, cerebrospinal fluid cfDNA
samples, and pleural effusion
cfDNA from samples associated
with solid tumor research using
NGS-based liquid biopsy.

Cover the latest and most
comprehensive biomarkers

Hotspot ＞ 30,000×

noHotspot ＞ 20,000×

30

Highly accurate variant detection

VAF ≥ 0.05%

VAF ≥ 0.05%

CN ≥ 2.3

VAF ≥ 0.05%

bMSI detected

0.1%

0.1%

CN 2.4

0.18%

0.1%

More accessible and enable
multiple testing on the same subject

More cost effective Best-in-class Non-invasive sampling

Highlights

Performance Specifications

SNV

Indel

CNV

SV

bMSI

Variant Type Sequencing Depth Recommended
Input/ng

Variant detection
threshold

Limit of Detection at 95%
Sensitivity

Note: Automated data analysis and reporting in MegaBOLT/Z-BOLT
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*ETV6 is a common rearrangement partner for NTRK3; EML4 is a common rearrangement partner for ALK; CD74 and SDC4 are common rearrangement

partners for NRG1 and ROS1.

Technical Features
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Equal (189)

Extra (37)

Our Bayesian method （ BayVarC）improves detection

power by precisely measuring locus specific noise level,

the specificity can reach 0.9995, sensitivity is also

increased (detected 37 additional variants out of 226

positive cfDNA samples compared to traditional

algorithms).

Not for promotional use.
Research Use Only (RUO) product information.



Not for promotional use.
Research Use Only (RUO) product information.


	RUO
	Molecular Profiling of Tumor-Derived cfDNA
	Highlights
	More cost effective
	Best-in-class
	Non-invasive sampling
	Cover the latest and most comprehensive biomarkers
	Highly accurate variant detection
	More accessible and enable multiple testing on the same subject


	Performance Specifications
	SNV
	VAF ≥ 0.05%
	VAF ≥ 0.05%
	CNV
	CN ≥ 2.3
	CN 2.4
	SV
	VAF ≥ 0.05%


	Technical Features
	Our Bayesian method （ BayVarC）improves detection power by precisely measuring locus specific noise level, the specificity can reach 0.9995, sensitivity is also increased (detected 37 additional variants out of 226 positive cfDNA samples compared to traditional algorithms).
	True positives in BayVaC
	Equal (189) Extra (37)

	True positives in traditional method
	*ETV6 is a common rearrangement partner for NTRK3; EML4 is a common rearrangement partner for ALK; CD74 and SDC4 are common rearrangement partners for NRG1 and ROS1.


	Not for promotional use. Research Use Only (RUO) product information.

